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Abstract:

isolated from cooling tower water in public settings of Shanghai in 2007. [ Methods | Twenty-six environmental isolates, which

[ Objective ] To study the genotypic characteristics of some Legionella pneumophila serotype 1 ( Lpl )

were isolated from the cooling tower water, were identified as Lpl. The pulsed-field gel electrophoresis ( PFGE )was applied to
draw the fingerprintings of the isolates, while the cluster analysis was employed by BioNumerics software. [ Results | Fifteen
distinguishable PFGE patterns were differentiated among 26 Lp1 strains. Most of the strains differed in genetic similarity, from
30.00% to 100.00%, with no predominant PEGE pattern. The majority of PFGE patterns were composed of the isolates from the
same place, while most of the strains from same source were indentified as same PFGE pattern. [ Conclusion | Great genotypic
diversity was found in Lp1 isolated from cooling tower water in public settings of Shanghai in 2007.
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Table 1 The sources and distributions of the tester strains

I PREL eIk VoK

Sources Number Cooling water Condensed water
[ B ( Hospital ) 2 2 0
)5 (Hotel ) 12 7 5
F4H (Inn ) 4 3 1
K JE ( Building ) 2 2 0
Fi% ( Market ) 1 1 0
b4k ( Subway ) 5 2 3
7t (Total ) 26 17 9
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w5 FE A K W A B -1 Roche A7) ; SeaKem Gold Agarose ) [
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Figure 1 The fingerprintings of part of tester strains by PFGE
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Figure 2 The PFGE cluster results of 26 of Lp1 strains
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Table 2 Serial no. and the similarity values of Lp1 strains from different areas
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